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Updates on HLA & KIR imputation network (HKimpnet)
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Statistical imputation of HLA alleles has become a routine
in fine-mapping of GWAS studies. HLA & KIR imputation
network (HKimpnet) is a non-profit consortium with the aim
of consolidating population specific references from the world
populations. We and other research groups have emphasized
the importance of having population specific references in or-
der to achieve high accuracy HLA & KIR imputation. Cur-
rently, only HLA references of major populations are available
to the community and more coordinated efforts are needed to
accelerate research in the HLA & KIR field. There are several
software packages available for HLA imputation and HIBAG
is consistently reported to deliver high accuracy HLA imputa-
tion. Moreover, HIBAG generates the reference consisting
only of SNP information needed for imputing a wide range of

HLA alleles. Recently, we have developed a new algorithm

named KIBAG (KIR Genotype Imputation with Attribute
Bagging) for the high accuracy imputation of KIR copy num-
ber from GWAS dataset. Both internal validation and external
validation of KIR copy number imputation were performed
and average accuracies of 97.9% and 95.7% were obtained re-
spectively across 16 KIR genes. Currently, there are data of >
10,000 individuals for HLA reference building and of > 3,800
individuals for KIR reference building deposited into
HKimpnet. The primary aim of HKimpnet is to generate accu-
rate and reliable population specific imputation references
from GWAS data for identifying novel associations of HLA/
KIR polymorphisms with a wide range of diseases. Re-exami-
nation of GWAS with HLA class I associations or GWAS with
SNP peaks in the KIR region may reveal novel HLA-KIR as-

sociations.
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